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（Triticum aestivum）ではOgihara et al.（2002）
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The genetic diversity of Persicaria thunbergii chloroplast DNA(cpDNA)region of trnS (GCU)-trnG (UCC)
was examined to determine whether the genetic differences among the populations can be used as the
 
anthropogenic disturbance index. Analyses were performed for 371 individuals sampled from the 19
 
23ミゾソバにおける葉緑体ゲノムの遺伝変異
populations collected in Hokkaido,Akita,Fukushima,Osaka,Kyoto and Nara.
The populations were classified in to six groups (A to F)according to the haplotype on the basis of two
 
nucleotide substitutions and three deletions in the Persicaria thunbergii cpDNA region of trnS (GCU)-trnG
(UCC). Haplotypes varied with the collected population and the locality. Persicaria thunbergii in Horo-
kanai,Kucchan,Ebetu,Wakkanai and Kitami had only haplotype B. Hamanaka had three haplotypes,B,
D and F at a ratio of 25:13:12. Fukushima had four haplotypes,A,D,E and F at a ratio of 25:4:1:5. Assabu
 
had two haplotypes,A and B at a ratio of 11:9. Hokuto had three haplotypes,A,B and F at a ratio of 3:
4:13. Sinhidaka had two haplotypes,B and D at a ratio of 19:1. Simukappu had two haplotypes,A and B
 
at a ratio of 11:4. Bekkai had three haplotypes, B, D and F at a ratio of 9:10:1. Haboro had three
 
haplotypes,A,B and D at a ratio of 4:15:1. Hamatonbetu had two haplotypes,A and B at a ratio of 13:7.
Akita had three haplotypes,B,C,and F at a ratio of 1:1:3. Syakotan had two haplotypes,A and B at a ratio
 
of 1:4. Osaka had only haplotype A. Kyoto had two haplotypes,A and C at a ratio of 1:1. Nara had only
 
haplotype A. Haplotypes A,B,D and F were discovered from Hokkaido populations,whereas haplotypes
 
C and E were distributed in Akita,Fukushima,Osaka,Kyoto and Nara populations.
The results of neighbor joining analysis of the six cpDNA haplotypes(A,B,C,D,E,F)of Primula jesoana
 
found in this study showed that the six haplotypes were classified into three clades. A, B and C were
 
classified into clade I,D and E into clade II and F into clade III. Clade III differentiated first,and then clade
 
I differentiated from clade II.
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